In the title compound, C 17 H 16 N 2 O 3 , the 4H-pyran ring adopts a boat conformation. In the crystal, N-HÁ Á ÁN and N-HÁ Á ÁO interactions link the molecules, forming an infinite ribbon running along the a-axis direction with N-HÁ Á ÁN interactions forming centrosymmetric R 2 2 (12) graph-set motifs. The allyl side chain is disordered over two sets of sites with occupancies of 0.720 (7) and 0.280 (7).
data reports related compound (Mohandas et al., 2015) . An intramolecular C-HÁ Á ÁO hydrogen bond occurs.
In the crystal, N-HÁ Á ÁN and N-HÁ Á ÁO interactions (Table 1 ) link the molecules, forming an infinite ribbon running along [100] (Fig. 2) . The N-HÁ Á ÁN interactions form an R 2 2 (12) graph-set motif.
Synthesis and crystallization
A mixture of benzaldehyde (1.0 mmol), malononitrile (1.0 mmol), allyl 3-oxobutanoate (1.0 mmol) and a few drops of piperidine was stirred magnetically in 30 ml of absolute ethanol at 80 C for 90 min. The progress of the reaction was monitored by TLC. After completion of the reaction, the reaction mixture was allowed to cool to room temperature and the solvent was evaporated. The resulting solid was collected and washed with cold water and recrystallized from ethanol to obtain the pure product (yield 86%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The allyl side chain is disordered and was refined as having two equivalent conformations with occupancies of 0.720 (7) and 0.280 (7). Table 1 Hydrogen-bond geometry (Å ,  ) . Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) x À 1; y; z.
Figure 2
The packing of the title compound (major disorder component only). N-HÁ Á ÁN and N-HÁ Á ÁO interactions (Table 1) are shown as dashed lines. Computer programs: APEX2, SAINT and XPREP (Bruker, 2008) , SHELXS and SHELXL97 (Sheldrick, 2008) , SHELXL2018/3 (Sheldrick, 2015) , ORTEP-3 for Windows (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 20% probability level (only the major disorder component of the allyl side chain is shown).
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. The positions of the hydrogen atoms bound to the O and C atoms are identified from the difference electron density maps and their distances are geometrically optimized. The hydrogen atoms bound to the C atoms are treated as riding atoms, with d(C-H) = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic, d(C-H) = 0.97 Å and U iso (H) = 1.2U eq (C) for methylene and d(C-H) = 0.96 Å and U iso (H) = 1.5U eq (C) for methyl groups. The amine protons were refined isotropically. 
